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BioS Project Outline - Objectives,
Partners, Expert Advisory Board
The BioS introductory speech outlines the BioS project, its major aims and objectives
and the partners and experts involved.
BioS stands for "Digital Skills on Computational Biology for Health Professionals" and is a
project approved in the European Framework of Erasmus+ / Sector Skills Alliances Programme. The project aims at advancing the digital skills of health care professionals
through the design, development and delivery of new modular vocational curricula on
Computational Biology & Bioinformatics. The purpose is to provide health professionals with knowledge, skills and competencies, which will allow them to tackle eﬀectively concurrent challenges in EU healthcare systems, services, and policies, in beneﬁt
of the health of European citizens.
The BioS Sector Skills Alliance establishes a multi-stakeholder, transnational partnership, which covers 8 countries and includes 13 organisations, out of which 6 are enterprises, industry or sector representatives, and 6 are education and training providers,
while 1 has both capacities, with an outreach throughout Europe and internationally.
In the three years of project lifespan, the consortium has designed the BioS curriculum, certiﬁcation scheme and assessment procedures. It further developed the BioS
Learning Material, which was later uploaded to the BioS Virtual Learning Environment. The successful implementation of the BioS course with more than 1.000 participants is the ﬁnal core deliverable of the project.

Laura Dorn holds a Bachelos Degree from University of Bolzano
(Italy) and two Master Degrees from University of Maastricht, the
Netherlands (M.Sc. Public Policy and Human Development; LL.M.
International Law). She has over ten years of project management
experience on international and European level, including concept
development, contract management, budgeting, technical and
ﬁnancial backstopping, project execution, reporting & evaluation.
She has demonstrable Training and Coaching Skills and is a certiﬁed International Senior Trainer. She has strong skills in planning
diverse events, workshops and trainings together with and for
diﬀerent public and private donors, stakeholders and national
ministries. She is currently employed at Steinbeis University Berlin
(SHB), where she is coordinating the BioS Project.

Laura Dorn
BioS Project Coordinator
Steinbeis University Berlin
E-mail: laura.dorn@stw.de

Opportunities for bioinformaticsbased approaches in the diagnostics
Bioinformatics has become an essential tool for genomic analyses and genetic disease
diagnostic. The advent of new sequencing technologies has revolutionized genomic
analysis, increasing in orders of magnitude the sequencing capacity while decreasing
the costs. While sequencing a whole genome is now experimentally easy and quick,
the large amount of data to be processed has posed an important challenge to Bioinformatics.
The ﬁnal aim is transforming sequencing data in a list of candidate causal genetic variants in a patient. For this functional annotation is a crucial step, a process where genetic variants are interpreted by integrating diﬀerent types and data sources from
genomic location to evolutionary conservation scores or the analysis of the human
connectome, to predict their biological eﬀect.
All this information can be then translated into genetic risk scores depending of the
inheritance mode of the disease. Beyond the new methodological and analytical challenges, it is now essential the training of experts in genomics and bioinformatics as
well as complementing the knowledge of health professionals in the fundamentals of
these new approaches with their possibilities, limitations and new bioethical questions.pants is the ﬁnal core deliverable of the project.

Ferran Casals
PhD
Bioinformatics Barcelona
E-mail: ferran.casals@upf.edu

Ferran Casals is the head of the Genomics laboratory and a researcher
at the Experimental and Health Sciences Department of the Universitat
Pompeu Fabra (Barcelona). He is also a teacher of the Human Biology
and Bioinformatics degrees, as well as the Bioinformatics for Life Sciences, Clinical Analysis Laboratory and Biomedical Research master’s degrees at the Faculty of Health and Life Sciences. His current research
includes the development and application of new experimental and analytical methodologies for genetic analyses, the analysis of the genetic variation across human populations in relation to disease prevalence, and
the study of the genetic etiology of rare syndromes, in particular primary
immunodeﬁciencies. At the Genomics laboratory he also develops collaborative projects with other UPF laboratories, covering a variety of applications of next-generation sequencing technologies and bioinformatics
analyses to diﬀerent research ﬁelds. He has published the results of his
research in more than 70 articles, reviews and book chapters. He is also
very active in outreach activities and has been awarded a university
price for scientiﬁc dissemination.

Bioinformatics helping to combat
COVID-19
The present COVID-19 pandemics is causing a major disruption of both the medical
services and the general life of people all around the world. Prominent scientists and
research groups from multiple disciplines are joining eﬀorts to tackle these diseases.
The presented talk gives an overview of the related eﬀorts focusing on the ﬁeld of bioinformatics.
This part of biological sciences use computational methods and tools to tackle questions of molecular biology, medical sciences, pharmacological research and development, etc.
The BioS project has the goal to oﬀer digital skills on computational biology for health
professionals. It is funded by the European Framework of Erasmus+ / Sector Skills Alliances Programme between 2018 – 2020. This presentation of the contribution of bioinformatics to the combat against COVID-19 intends to use these cases to illustrate
the importance of people working in R&D projects in pharma and medical sectors understand bioinformatics and its applications.
Since the BioS project serves exactly this understanding, the presentation oﬀers a timely case study on how the project results can be applied in the very real context of
the pandemic.

Csaba Ortutay
PhD
HiDucator Ltd, Finland
E-mail: csaba.ortutay@hiducator.com

Csaba Ortutay has his educational background in molecular biology, he gained his M.Sc in Genetics and his PhD in evolutionary
biology at the Eötvös Loránd University in Budapest, Hungary. During his doctoral studies he gained training and practice in bioinformatics. In 2004 he started to work as a post-doctoral research
fellow in the Bioinformatics Research Group at the University of
Tampere where he participated in teaching bioinformatics since
2007. He has been giving lectures at the University of Turku since
2007. Dr Ortutay is the founder and CEO of Hiducator Ltd, a company delivering bioinformatics courses in Europe and on-line. Lately he participated in the development of the fully on-line Biodata
Analysis certiﬁcation program of Pázmány Péter Catholic University
(Budapest, Hungary). Dr. Ortutay participates in the development
of the educational material of the BioS Project.

Bioinformatics in oncology
Designing a therapeutic regime in oncology takes the harmonious collaboration of a staggering number of professionals with diverse backgrounds comprised of, but not limited to, physicians, clinical trial regulators and governmental bodies, medical researchers,
computational and organic chemists as well as data analysts. These disciplines generate a
vast amount of data that need to be made sense of and result in forward (pre-clinical data
resulting in clinical practice) or reverse (reverse engineering of clinical data to inform clinical
practice) translation.
Bioinformatics is a discipline that in the advent of big data science and personalised medicine may form the bedrock of such collaborative eﬀorts. To illustrate the current utility of bioinformatics in oncology, four success stories are here presented. These range from
mutation-based personalised treatment selection and transcriptomic-activity-signaturebased patient clustering, to PathLake, a collaborative eﬀort to digitise cellular pathology whilst applying machine learning and artiﬁcial intelligence to improve diagnostic and prognostic
workﬂows. Finally, spatial transcriptomics analyses bring imaging and omics studies together
to provide further diagnostic and prognostic aids in characterising tumour heterogeneity,
presence of driver mutations and therapeutic eﬃcacy prediction.
Having showcased the advantages of computational biology in translational oncology, it is
imperative for front-line staﬀ including physicians in decision making roles to adopt such techniques in practice. This will pave the way for routine use of bioinformatics in clinical medicine and BioS supports the continuous education of health professionals in the utility of
analytical tools in cancer prognostics and diagnostics.

Dimitrios Doultsinos
Nuﬃeld Department of
Surgical Sciences, John Radcliﬀe
Hospital, University of Oxford,
Oxford, UK
E-mail: dimitrios.doultsinos@nds.ox.ac.uk

Having initially embarked on a clinical training pathway Dimitrios
Doultsinos became involved in clinical and biomedical research in
2011. Since then, he has acquired in-depth expertise in medical
research as well as in clinical trial design & implementation from
the MHRA and Imperial College London. Thereafter he was awarded a PhD in Oncology through an MSCA Fellowship at INSERM,
France, during which he designed a novel small molecule therapeutic against Glioblastoma Multiform. He now studies the effects of treatment on prostate cancer (PCa) evolution and the
emergence of castration resistant PCa through both pre-clinical
models and clinical trial samples at the University of Oxford and
the Oxford Universities NHS Trust.

BioS project Virtual Learning
Environment
Massive Open Online Courses (MOOCs) constitute one of the most powerful and engaging tools for open and distance learning. In the context of the BioS project, the BioS
Virtual Learning Environment was developed, which oﬀers the Vocational Open Online Course (VOOC) ‘Introduction to Bioinformatics for Medical doctors and other
Healthcare professionals’ in 8 languages: English, German, Spanish, Finnish, French,
Greek, Italian and Portuguese. It is a form of MOOC but focused on vocational training, taking into account the VET teaching and learning particularities. The learning
and assessment material is oﬀered as Open Educational Resources under the Creative
Commons Attribution-NonCommercial 4.0 International Licence. It Also creates a Virtual Community to support interactions among learners, instructors, and teaching assistants and users can meet, exchange experiences, and participate in group activities
through Discussions Forums. As of December 2020, the BioS Virtual Learning Environment has more than 1.000 registered users.
The learning platform used for the purposes of the BioS MOOC is Open edX. The Open
edX technology was selected for the BioS Virtual Learning Environment because it is an
open-source platform on which we can build to cover the learning challenges and needs
that are actual today. Since Open edX is an open-source platform, it was modiﬁed, and
the BioS VLE was developed tailored to the training needs of the BioS target groups.
The BioS course is structured in a modular manner and organized in sections
(Weeks/Modules) and subsections (Lessons). This is in line with the relatively new microlearning concept, in which the content is broken down into bite-sized pieces of learning material. Instead of hour-long lectures the BioS online learning modules are
built up of many bite-sized components of short videos (max 10 minutes long) and individual exercises. These components are as modular or stand-alone as possible, since
modularity has many beneﬁts. The acceleration of active learning comes through its
modularity. Learning modules are organised so that video learning material alternate
with exercises. A typical learning sequence has a video lecture followed by a quick
exercise, and so on. All BioS lessons use videos with interactive accessible transcript,
available in 8 languages: the BioS media player displays caption ﬁles in an interactive
sidebar that beneﬁts a variety of learners, including learners who are hard of hearing.
Also, certiﬁcates are conﬁgured through the BioS platform Studio and are automatically issued when the learner meets the predeﬁned criteria. As of 16 November 2020,
95 certiﬁcates have been issued to successful BioS learners.
To eﬀectively communicate with the BioS learners, the following means of communications were used: a) discussion forums, b) the bulk email functionality, c) the ‘course
updates’ functionality.

To increase the active participation of enrolled learners, ‘live’ online consultations were
organised and, learners had the opportunity to meet online the BioS instructors and discuss with them about any aspect of the BioS material. For this reason, a live video
conferencing system was developed, using the HTML5-based open-source application
BigBlueButton. We have selected BigBlueButton because it is open source and thus, we
can further customise it to meet the BioS learning needs. It includes a complete set of
features and integrations for instructors and students. The live video conferencing system was successfully used during the BioS live sessions.
Before rolling the course out, the platform has been extensively tested by both BioS
staﬀ (internal evaluation) & end-users (external evaluation). Throughout the pilot, several improvements of the platform were proposed by the external experts, which were
prioritized according to potential for usability improvement and implemented by the
technical team of Skybridge. Analysing the end users’ responses to all the evaluation
questions, the end-users satisfaction during the pilot phase reached at 97,35%, which
gave us the ‘green’ light to roll out the courses.
Visitors’ (learners’) satisfaction was measured using a post-course survey through the
Gsuite integration.
Based on the feedback received from learners’ several improvements were made to the
platform. As of M34 (October 2020) the Visitors’ (Learners’) satisfaction was 96,16%.
Having extensively used and tested the BioS VLE during the lifetime of the project, it is
important to further exploit it after the project end. This will be realized through the
commercialization of the platform. The BioS VLE will be improved, taking into account
the feedback received from learners during the course delivery, and the refreshed version will roll-out on the basis of the Memorandum of Understanding (MoU) and the
Commercialization Agreement of the BioS partners.

Chrysa Psyllaki
Skybridge Partners
E-mail:
EUSKybridge@groupinternational.org

Chrysa Psyllaki holds a BA in International and European Studies from the
Department of International and European Studies, University of Piraeus,
and currently is completing a Master’s in International and European Policies
on Education, Training and Research Department of International and European Studies, University of Piraeus. As a student she has participated in
many research groups, she has drafted newsletters and she has presented
papers in scientiﬁc conferences of the University of Piraeus. She performed
an internship in the European Parliament Oﬃce in Greece. Moreover, she
has been working as an administrative oﬃcer in the Laboratory of Education,
Policy, Research, Development and Interuniversity Cooperation. She is currently working as a Researcher in Skybridge Partners and is involved in numerous EU research projects. Her areas of expertise include:
- Governance, public administration, social and cultural development,
Education and Training, mentorship
- Quality Assurance processes and evaluation
- Organisation of Awareness Raisins events and Training Sessions
- Proposal writing and submission of EU-funded projects
- Project management and coordination of EU-funded projects
- Contribution in the Development of Online Training Platforms and Virtual
Environments.

BioS Course Delivery
The course delivery comprises the previous stages of the design and the development
of the educational material and the BioS VLE.
The BioS Course was delivered in 8 languages. The ﬁrst round commenced on the 3rd
of February 2020 and the second round commenced on the 1st of June 2020.
As of December 2020, the total Course enrolments were 1084, with 338 active trainees
and 98 certiﬁed trainees.
35% of the trainees are between 36-45 years old while 4 out of 10 trainees are medical
doctors. The ratio between female and male trainees is approximately 1:1 and the
percentage of certiﬁed trainees is 10%.
All successful trainees can download their digitally signed unique certiﬁcate through
the VLE. Trainees are asked to ﬁll in a post course survey to evaluate the course and
all answers are collected and contribute to further improvement of the course.
Interaction between BioS staﬀ and trainees was possible through bulk emails and
forum posts.
During the online consultation trainees could ask questions and discuss with BioS instructors.
Trainees had the opportunity to experience a more simpliﬁed and practical application of knowledge oﬀered through the BioS course by participating in three webinars.

Ilias Konstantinopoulos
University of Patras,
Greece
E-mail: iliaskon@upatras.gr

Ilias Konstantinopoulos holds a degree in Business Process and
Information Systems and is a master’s candidate in Digital Innovation and Management from the Department of Management
Science and Technology, School of Economics and Business of
the University of Patras. For several years he has been involved
in Erasmus+ Actions and is has also experience in participating
as a researcher in various Research and Development projects
funded by National and European Commission resources for the
Applied Electronics Laboratory (APEL) of the Electrical and Computer Engineering Department (ECE) of the University of Patras
(UPAT). He has been also providing managerial support in European and National research projects and is collaborating with
the University of Patras’ Institutions and Regional Management
Authorities of Development Programmes.

Dissemination, Policy Briefs
& Recommendations EMA
The BioS- Erasmus Plus Project and Course are mainly digital objects, aimed at the innovation and at the developments of higher ranked scientiﬁc and professional proﬁle of the
current and future health care facilities and workforce.
The dissemination actions of the BioS Project strive to fulﬁll a paradigm of basic open science
and technology educational resource in life and health science, with a clear rationale.
It would be a rather naïve approach to imagine being able to determine by European or
National directives and laws the use of bioinformatics tools in healthcare organizations or
industries. The feasible strategy is to foster a coordinated development of advanced knowledge and skills, with appropriate encouragement of support funds, innovation, teaching
and research, with beneﬁts for universities, medical schools, public and private health facilities, enterprises and industries, for harmonically developing e-medicine.
Also, the promotion of high quality of study and research driven by law is diﬃcult. Any sustainable tool passes through the deliberate promotion of expert professionals’ willingness to develop and improve themselves. At the same time, it is necessary to discourage
the persistence of worst practices in medicine and life science. In this task the work of bioinformaticians is relevant.
Knowledge of and about science are fundamental to preparing our population to be actively engaged and responsible citizens, creative and innovative, able to work collaboratively, fully aware of and conversant with the complex challenges facing society.
It helps us to explain and understand our world, guide technological development and innovation, and forecast and plan for the future.
Healthcare facilities, industry and research already now, and since several decades, make
use of computational approaches and bioinformatics professionals worldwide. Nowadays
the challenge is to provide European workforces with digital and computational skills that
are competitive with those available in other parts of the world, namely in US and in
China. We need an expert use of dissemination tools for enhancing literacy interest and
attractiveness, and of friendly learning tools for establishing and maintaining knowledge
and skills appropriate and validated.
As we may be aware of, the rise of artiﬁcial intelligence (AI) driven technologies in healthcare has really been tremendous over the past few years. Devices and technological ensemble already available are a way to gather data for a more reﬁned and truly powerful
predictive personalized medicine. Moreover, and mostly, AI will allow (and is already allowing) to build intelligent systems that are robust and resilient to fake and targeted attempts to denigrate experimental medicine credit and actions in the contemporary
scientiﬁc world, debunking misleading, maleﬁcent and ominous scenarios.

The link between bioinformatics and AI is great. It will change everything: Deep Mind’s AI
makes gigantic leap in solving protein structures. The operational challenge is now to
strive for encouraging, supporting and maintaining the quality of high-level scientiﬁc
training and to discourage and neutralize anti-scientiﬁc approaches or methods that are
distant from evidence-based medicine. In this task, the awareness of the goals of a scientiﬁcally driven dissemination is crucial.
Accordingly, funding policy and strategies must include the awareness that deﬁnition,
detection and recognition of competence include great ethical and deontological rigor
and extreme transparency of intent and means. Focus on avoidance of the risk of wasting resources by funding and supporting amateur approaches to research, education,
training or, worse, to medicine, must be as much as possible accurate and responsible.
While enhancing knowledge, skills and interest for scientiﬁc knowledge, a valuable result
is in our Project the ongoing training of contributors and developers, continuously challenged by new tasks and experiences.
Looking with open minds and disposition to new ideas and to the abstract, mathematical
reasoning, coping with the current and forthcoming challenges and opportunities, is the
distinctive feature of bioinformatics, and this project and course as well.
We strived to build by pro-active interactions with followers and trainees an inclusive
community joined by shared information and advertisement in social networks, groups
of interest and by scientiﬁc publications in well recognized hosting Journals. These interventions are and will be self-maintained by the feedback of managers, contributors, followers and remote contacts after the end of the lifespan of the Project.

Vincenzo Costigliola
Medical Doctor,
EMA’s President
E-mail: vincenzo@emanet.org

Guglielmo Trovato
Medical Doctor
European Medical Association
E-mail: trovato.eu@gmail.com

Vincenzo Costigliola, Medical Doctor, PhD. President of E.M.A. (European Medical Association). PI or participant in several EU projects.
Expert evaluator in EU Research Framework programmes. Extensive
experience in informatics’ health programs. Teaching academic and
health professionals course involvement. Invited speaker in nationals and internationals conferences; chair of international meetings,
including the EMA Congresses (the last one in presence in London,
Excel, 2018). Sound publishing experiences in peer-reviewed journals:
https://pubmed.ncbi.nlm.nih.gov/?term=costigliola+vincenzo&sort=d
ate with articles in Clinical Medicine, Bioinformatics and Omics, predictive, personalized and preventive medicine. In December 2020
Costigliola is the Issue editor of “Relevant Tools and Approaches in
Combating COVID-19 Pandemic, Diseases' Development and Progression” https://link.springer.com/journal/13167/volumes-and-issues/11-4. Editor and author of many articles along several precision
medicine lines.
Relevant ongoing European projects: iProcureSecurity Project, which
deals with major EMS challenges across EU. https://project.iprocuresecurity.eu/ ; GDPR4H project, which tackles privacy in health data:
https://gdpr4h-project.eu/
Among other Journals, dr Costigliola is the Associate Editor of EPMA
Journal, 4.901 (2019) Impact factor, which is a journal of predictive,
preventive and personalized medicine (PPPM), which provides expert viewpoints and research on medical innovations, computational
and AI approaches, and advanced healthcare using predictive diagnostics, targeted preventive measures and personalized patient treatments. Indexed by PubMed, Embase, Scopus et al.

Guglielmo Trovato, MD, Professor at the School of Medicine at the
University of Catania, Italy. Translational scientist and clinician. Expert Evaluator at National (Italy and other Stated) and international
(Europe and USA) grant funding commissions (1992-until now). Participant in the development and publication of briefs, recommendations and position points for several national and international
institutions. Member of the Board of EMA (European Medical Association, Brussels) https://emanet.org/ and EMA Director at the
Media, e-learning and e-medicine bureau. Member of the American
Society of Biochemistry & Molecular Biology (ASBMB) & of the Italian
Internal & Emergency Medicine Society. Ongoing projects: Emerging
Technologies; E-Health; Fight against inequalities; Environment; Quality of Life and Smart Cities Sustainability and Development. Coordinator of the EMA’s task force for assuring integrity in research,
peer-review process, guidelines, oﬃcial directives, recommendations
and debunking strategies. Sound publishing experiences in peer-reviewed journals , also with articles in Clinical Medicine, Bioinformatics and Omics, predictive, personalized and preventive medicine.

Workshop on Next Generation
Sequencing in Oncology Diagnostics
Cancer is often characterized as an evolutionary process driven by sequential acquisition of somatic mutations and clonal selection. Therefore, genomic analysis of cancer
cells has greatly enhanced our ability to identify genetic alterations associated with
various cancer types. Taking this in mind, cancer diagnosis and treatment is undergoing a fundamental shift from a histopathologically deﬁned tumour treated with chemotherapy towards molecular characterisation of the tumour and use of targeted
therapies. The challenge of clinical centres is to meet the needs for molecular testing
using reliable methods and processes to ensure the patient receives accurate results
in a timely manner. Genetic proﬁling of cancer can be performed via Next Generation
Sequencing (NGS) analysis that allows for the simultaneous identiﬁcation of somatic
alterations in multiple genes with great sensitivity and speciﬁcity. The focus of this
talk is the application of NGS testing in the context of tumor proﬁling for patients diagnosed with Non-small Cell Lung Cancer (NSCLC). A case study of a patient diagnosed
with NSCLC is discussed to demonstrate the clinical utility of commercially available
NGS assays for treatment guidance and monitoring.

PhD. Oncology Product
Development Team Leader

Dr. Alexia Eliades received her BSc in Biological Sciences from the University of Athens. She went on to pursue a PhD at the Boston University School of Medicine in cancer biology and was a Post-Doctoral Fellow at Cancer
Research UK in the University of Manchester. Dr. Eliades has earned a
number of grants and fellowships, has written several publications in scientiﬁc journals and has presented her work in numerous conferences throughout the world. Dr. Eliades has been with NIPD Genetics since 2016.
Dr. Alexia Eliades is the Oncology Team Leader at NIPD Genetics. She is part
of the Research & Development department and she is responsible for designing and developing genetic tests for the prediction, detection and clinical
management of cancers. Dr. Alexia Eliades is currently overseeing the PreSENTIA hereditary cancer screening and ForeSENTIA tissue biopsy tests.

Maria Nikolaou

Maria Nikolaou studied Physics at the University of Surrey and MSc
in Physics and Engineering in Medicine: Radiation Physics (IPEM Accredited) at the University College London. Her MSc research thesis
was based upon developing an x-ray diffractometer design for tissue
evaluation in breast cancer surgery. She is a registered member of
the Medical Physics Association in Cyprus. Currently she is working
as a Medical Physicist in the Radiotherapy Oncology Department of
the German Oncology Centre. She is also the representative researcher for the German Oncology Centre in the BioS project which is approved in the European Framework of Erasmus+ / Sector Skills
Alliances Programme.

Alexia Eliades

Workshop Assistant, MSc in
Physics, Engineering in Medicine
German Oncology Centre
E-mail: Maria.Nikolaou@goc.com.cy

Workshop: “Understanding the genetic
basis of diseases for precise, therapeutic
recommendations”
The 2nd part of the workshop presented on the BioS final event with the tile: ”Network-driven Interpretation, Signature Extraction and Variant Prioritization from
Whole Exome Sequencing Data through the BioInfoMiner Platform”, the audience is
introduced to the secrets of multi-omic analysis and robust systemic interpretation.
This process manages to reveal those active, functional, molecular modules, providing consistent, mechanistic understanding of the myriad of interactions occurring,
and enables in-silico extraction of signatures of molecular biomarkers, for a more
accurate and robust clinical diagnosis/prognosis. The interpretation of the various
types of omics data streams is effected through the web platform BioInfoMiner of
e-NIOS, integrating the results of diverse analytic workflows showcasing how to extract predictive signatures for several diseases, without requiring advanced programming skills.
One example of the data-driven interpretation and extraction of diagnostic signatures at the variant level based on whole exome sequencing data is performed on a
case study including data from patients suffering from melanoma cancer and variants with impact on therapeutic purposes against cancer, making suggestions for
possible drug targets are prioritized.

Marianthi Logotheti
PhD
Enios Applications Private
Company
E-mail: mlogotheti@e-nios.com

Μarianthi Logotheti has ﬁnished her PhD studies on genomics of
major psychiatric disorders through application of various bioinformatic methodologies, and is currently a postdoctoral researcher of
National Technical University of Athens in the ﬁeld of metagenomics
in psychiatric disorders. She is also working in the R&D department
of e-NIOS Enios Applications Private Limited Company. Through her
research activities Dr. Logotheti has acquired considerable expertise
in numerous applications of molecular biology techniques, integrated solutions for Next Generation Sequencing data analysis, as
well as in the development of bioinformatic workﬂows coupled with
interpretation analysis pipelines for biomarker discovery and target
prioritization in various diseases. She has participated in EU and nationally funded research projects related to high-throughput data
analysis for biomarker discovery and target prioritization in various
diseases, as well as in research programs related to metabolic engineering of microorganisms.

BioS Final Event webpage:
https://bios-project.eu/site/en/project/ﬁnal-event.html
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